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Techniques of proteomics and their applications

(Diagnosis department of Institute for Infectious Disease Control and
Prevention, Chinese Center for Disease Control and Prevention NO.5, chang
ping liu zi , Beijing 102206)

Abstract To date, proteomics has caused much interest in molecular biology.
The genome of an organism 1is relatively stable, and there are many
similarities between the genome of different cells or organisms. However, the
proteome of an organism is dynamic. It changes with the intro and outer
stimulus. The study on proteomics can make us easily know how the vital



process goes. But how to deal with thousands of (or even more) proteins at a
time gives us a great challenge on techniques. The development of two-
dimensional electrophoresis (2DE), mass spectrometry, Yeast two-hybrid system
and bioinformatics has resolved the problem in some degree. This article will
introduce these techniques and their applications in molecular biology.

Key words Proteomics;  two—dimensional electrophoresis(2DE);  mass
spectrometry; yeast two-hybrid system; bioinformatics; applications
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